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Different slice height

Table S1: IDs of the trees for which a different slice than 1.28 m — 1.32 m was used as the set of
points to which a circle/ellipse was fitted (in 2D) and the respective slice heights.

Tree ID Slice height [m]
AbiAlb_SP02 01 1.05-1.15
AbiAlb_SP02_02 1.27-1.33
AbiAlb_SP02_03 1.19-1.21
AbiAlb_SP02 04 1.18-1.22
AbiAlb_SP02_05 1.24-1.26
AcePse_BR03_06 1.14-1.16
AcePse_KA09_T049 1.26-1.30
CarBet_BRO3_P16T5 1.25-1.35
CarBet_BRO3_P16T10 1.25-1.35
CarBet_BRO3_P16T11 1.25-1.35
FagSyl_BR03_01 1.20- 1.40
FagSyl_BR08_01 1.17-1.23
CarBet_BRO3_01 (ellipse fitted) 1.23-1.27
PinSyl_BRO6_09 (ellipse fitted) 2.98 -3.02
QuePet_BR0O6_11 0.97-1.02

Potentially inaccurate (from visual judgement)
Trees for which the derived DBH might be inaccurate, based on visual judgement.

AbiAlb_SP02_02
AbiAlb_SP02_03
AcePse_BR03_06
AcePse_KA09_T049
AceSpe_SP02_15
CarBet_BRO5_P8T3
FagSyl_BR03_01
FagSyl_BR0O7_08
FagSyl_BR08_01
FagSyl_KA09_T046
(FagSyl_KA11_01)
PicAbi_BR02_02
PicAbi_BR02_04
PicAbi_BR02_05
QueRub_KA09_T057
QueRub_KA11 07
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Large deviation from Forest Inventory (FI)
In total, there are 78 trees for which both FI DBH and TLS DBH are available.

Table S2: Absolute and relative difference between DBH derived from TLS point clouds and DBH
measured in forest inventories. Only trees with > 10 % relative deviation with respect to Fl are listed.
Positive differences indicate overestimation of TLS DBH compared to FI DBH and vice versa.

Tree ID Absolute difference [cm] Relative difference [%]
AcePse_BR03_05 3.7 88.10
AcePse_BR03_06 -5.2 -57.14
FagSyl_KA09_T046 4.6 16.49
PinSyl_KAQ09_T050 -14.2 -25.87
PinSyl_KA10_03 16.9 48.29
PseMen_BR0O3_07 11.9 39.02
PseMen_BR03_14 -4.2 -10.24
QueRub_KAQ09_T055 -2.3 -14.94
QueRub_KA11 01 6.9 44.81
QueRub_KA11 07 -0.9 -15.79

Ellipse fitting instead of RANSAC circle fitting

For 44 trees, an ellipse was fitted using least squares instead of the RANSAC circle fitting

AcePse_BR03_03
AcePse_BR08_01
AcePse_BR08_02
CarBet_BR0O3_01
FagSyl BRO1_04
FagSyl BRO1_05
FagSyl_BR02_01
FagSyl_BRO5_P8T4
PicAbi_BR02_13
PicAbi_BR02_16
PicAbi_BRO8_04
PicAbi_KA09_T035
PinSyl_BR06_02
PinSyl_BR06_05
PinSyl_BRO6_06
PinSyl_BRO6_09
PinSyl_KAQ09_T038
PinSyl_KAQ9_T047
PinSyl_KAQ09_T048
PinSyl_KA11 P17Tree65
PseMen_BR0O3_09
PseMen_BR04_03
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PseMen_BR04_08
PseMen_BRO5_05
PseMen_BR0O7_02
PseMen_BR0O7_03
PseMen_BR0O7_04
PseMen_BR0O7_06
PseMen_SP02_02
QuePet_BR0O1_04
QuePet_BR0O1_08
QuePet_BR02_01
QuePet_BR02_02
QuePet_BR0O6_01
QuePet_BR06_02
QuePet_BR06_03
QuePet_BR0O6_04
QuePet_BR0O6_11
QueRob_BR03_01
QueRob_BR03_02
QueRob_BR03_03
QueRub_KA10 04
QueRub_KA10_05
QueRub_KA10_06




Figures of ellipse/circle fitting

On the following pages, the circle or ellipse fitting is visualized for all trees measured by terrestrial
laser scanning (TLS). Pages 5 to 224 show cases of circle fitting, pages 225 to 268 show cases of
ellipse fitting.
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AbiAlb_BRO3_02

+5.4791e6 T BRO3 02; slice: 1.28-1.32 m; Final score: 99; r = 0.18
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AbiAlb_BRO3_03

T BRO3 03; slice: 1.28-1.32 m; Final score: 74; r = 0.22
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AbiAlb_BRO3_04

T BRO3 04; slice: 1.28-1.32 m; Final score: 87; r = 0.09
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AbiAlb_SP02 01
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AbiAlb_SP02 02
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T SP02 02; slice: 1.27-1.33 m; Final score: 335; r= 0.05

0.550 A

0.525

0.500 ~

0.475

0.450

0.425

0.400

0.375 ~

T
0.775

T
0.800

T
0.825

T
0.850

10/268

T
0.875

T
0.900

T
0.925
+4.74884e5




AbiAlb_SP02 03

T SP02 03; slice: 1.19-1.21 m; Final score: 206; r = 0.03
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AbiAlb_SP02_04
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AbiAlb_SP02_05
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AcePse BR0O3 01
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AcePse BR0O3 02
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AcePse BRO3 04
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AcePse BRO3 05
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AcePse BRO3 06
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AcePse BRO3 P16T12
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AcePse BRO8 03
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H BR0O8 03; slice: 1.28-1.32 m; Final score: 600; r = 0.23
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AcePse BRO8 04

+5.429023e6

H BR0O8 04; slice: 1.28-1.32 m; Final score: 1016; r = 0.30
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AcePse KAQ09 T049
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AcePse KA1l 01
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AcePse SP02 01
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AcePse SP02 02
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AcePse SP02 03
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AcePse SP02_ 05
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AcePse SP02 06
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AcePse SP02 07/
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AcePse SP02 08
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AcePse SP02 09
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AcePse SP02 10
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AcePse SP02 15
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FagSyl BRO1 01
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FagSyl BRO5 12

B BRO5 12; slice: 1.28-1.32 m; Final score: 311; r = 0.13

+5.426968e6

0.90 -

0.85

0.80 -

0.75

0.70

0.65 -

0.60 -

T
3.95

T
4.00

52 /268

T
4.15

T
4.20

+4.7873e5




FagSyl BRO5_ 13

B BRO5 13; slice: 1.28-1.32 m; Final score: 368; r = 0.10

+5.426971e6

0.90

0.85

0.80

0.75 1

0.70

T
0.65

53 /268

T
0.80

T
0.85

+4.78736e5




FagSyl BRO5 14

+5.426959e6

B BRO5 14; slice: 1.28-1.32 m; Final score: 204; r = 0.09

0.65 &
0.60 A

e o9

e @

e 9
0.55 1 e
0.50 A

&
T T T T T
0.25 0.30 0.35 0.40 0.45
+4.78737e5

54 /268




FagSyl BRO5 15

+5.426967e6 B BRO5 15; slice: 1.28-1.32 m; Final score: 229; r = 0.10

0.60

0.55

0.50 A

0.45

0.40

0.35

0.30 +

T T T T T
0.30 0.35 0.40 0.45 0.50 0.55
+4.7873e5

55/268



FagSyl BRO5 16

+5.426977e6

B BRO5 16; slice: 1.28-1.32 m; Final score: 618; r = 0.14

0.35

0.30

0.25 -

0.20

0.15

0.10 -

0.05 -

T
0.50

T
0.55

56 / 268

T
0.65

T
0.75

T
0.80
+4.78738e5




FagSyl BRO5 17

+5.426957e6 B BRO5 17; slice: 1.28-1.32 m; Final score: 442; r = 0.14
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B BRO5 05; slice: 1.28-1.32 m; Final score: 780; r = 0.28
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FagSyl_BRO5_P13T2

B BRO5 08; slice: 1.28-1.32 m; Final score: 710; r = 0.24
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FagSyl_BRO5_P3T5

+5.42701e6 B BRO5 09; slice: 1.28-1.32 m; Final score: 982; r = 0.21
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FagSyl BRO5 P7T2

B BRO5 03; slice: 1.28-1.32 m; Final score: 829; r = 0.30
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FagSyl BRO5_PS8T1

+5.427021e6 B BRO5 04; slice: 1.28-1.32 m; Final score: 717; r = 0.30
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FagSyl BRO5_P9TS

+5.427019e6

B BRO5 06; slice: 1.28-1.32 m; Final score: 862; r = 0.25
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FagSyl BRO5_P9T9

B BRO5 02; slice: 1.28-1.32 m; Final score: 1036; r = 0.37
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FagSyl_BRO6_01

B BRO6 01; slice: 1.28-1.32 m; Final score: 409; r = 0.20
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FagSyl_BRO6_02

B BRO6 02; slice: 1.28-1.32 m; Final score: 618; r = 0.16
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+5.427241eb

FagSyl_BRO6_03

B BRO6 03; slice: 1.28-1.32 m; Final score: 459; r = 0.17
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FagSyl BRO6_04

B BRO6 04; slice: 1.28-1.32 m; Final score: 290; r = 0.13

+5.42723e6
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FagSyl_BRO6_05

+5.42722e6 B BRO6 _05; slice: 1.28-1.32 m; Final score: 213; r = 0.11
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FagSyl BRO6_06

B BRO6 06; slice: 1.28-1.32 m; Final score: 241; r = 0.12

+5.42723e6
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FagSyl BRO6_07

+5.42722e6 B BRO6 07; slice: 1.28-1.32 m; Final score: 250; r = 0.07
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FagSyl BRO6_08

B BRO6 08; slice: 1.28-1.32 m; Final score: 209; r = 0.11
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FagSyl_BRO7_01

B BRO7 01; slice: 1.28-1.32 m; Final score: 241; r = 0.06
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FagSyl_BRO7_02

+5.427212e6 B BRO7 02; slice: 1.28-1.32 m; Final score: 1168; r = 0.14
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FagSyl_BRO7_03

B BRO7 03; slice: 1.28-1.32 m; Final score: 329; r = 0.07
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FagSyl BRO7_04

+5.427227e6 B BRO7 04; slice: 1.28-1.32 m; Final score: 691; r = 0.05
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FagSyl_BRO7_05

B BRO7 05; slice: 1.28-1.32 m; Final score: 606; r = 0.07

+5.427217eb
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FagSyl BRO7_06

+5.42722e6

B BRO7 06; slice: 1.28-1.32 m; Final score: 545; r = 0.07
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FagSyl BRO7 07

+5.42721e6 B BRO7 07; slice: 1.28-1.32 m; Final score: 330; r = 0.06
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FagSyl BRO7 08

+5.427216e6

B BRO7 08; slice: 1.28-1.32 m; Final score: 317; r = 0.06
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FagSyl_BRO7_09

+5.427217e6 B BRO7 09; slice: 1.28-1.32 m; Final score: 357; r = 0.03
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+5.429021e6

FagSyl_BROS_01

B BRO8 01; slice: 1.17-1.23 m; Final score: 135; r = 0.04
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FagSyl _KA0O9 T045

+5.43219e6

B KAQ9 01; slice: 1.28-1.32 m; Final score: 3116; r = 0.19
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FagSyl_KA09 T046

+5.4327e6 B KAQO9 02; slice: 1.28-1.32 m; Final score: 994; r = 0.16
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FagSyl KA11 01

+5.43151e6 B KA1l 01; slice: 1.28-1.32 m; Final score: 1522; r = 0.06
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LarDec_BR0O3 01

+5.42908e6

L BRO3 01; slice: 1.28-1.32 m; Final score: 126; r = 0.20
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PicAbi_BR02_01

F BR0O2 01; slice: 1.28-1.32 m; Final score: 801; r = 0.09
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PicAbi_BR02_02

+5.47891e6 F BR0O2 02; slice: 1.28-1.32 m; Final score: 386; r = 0.13
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PicAbi_BR02_03

F BR0O2 03; slice: 1.28-1.32 m; Final score: 554; r = 0.11
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PicAbi_BR02_04

F BR0O2 04; slice: 1.28-1.32 m; Final score: 581; r = 0.10
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PicAbi_BR02_05

+5.428907e6 F BR0O2 05; slice: 1.28-1.32 m; Final score: 184; r = 0.04
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+5.42891e6

F BR0O2 06; slice: 1.28-1.32 m; Final score: 786; r = 0.11
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PicAbi_BR02_07

F BR0O2 07; slice: 1.28-1.32 m; Final score: 915; r = 0.13
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PicAbi_BR02_08

F BR0O2 08; slice: 1.28-1.32 m; Final score: 912; r = 0.13
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PicAbi_BR02_09

+5.428908e6 F BR0O2 09; slice: 1.28-1.32 m; Final score: 1158; r = 0.12
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PicAbi_BR02_10

+5.42891e6

F BR0O2 10; slice: 1.28-1.32 m; Final score: 881; r = 0.15
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PicAbi_BR02_ 11

F BRO2 11; slice: 1.28-1.32 m; Final score: 1104; r = 0.11
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PicAbi_BR02_ 12

F BR0O2 12; slice: 1.28-1.32 m; Final score: 1302; r = 0.29
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PicAbi_BR02_14

F BR0O2 14; slice: 1.28-1.32 m; Final score: 729; r = 0.25

+5.42883e6
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PicAbi_BR02_15

F BR0O2 15; slice: 1.28-1.32 m; Final score: 541; r = 0.27
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PicAbi_BR02_17

+5.42883e6

F BR0O2 17; slice: 1.28-1.32 m; Final score: 429; r = 0.23
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PicAbi_BR02_18

F BR0O2 18; slice: 1.28-1.32 m; Final score: 469; r = 0.22
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PicAbi_BRO3_01

+5.42909e6

F BR0O3 01; slice: 1.28-1.32 m; Final score: 248; r = 0.18
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PicAbi_BRO3_02

+5.4291e6 F BRO3 02; slice: 1.28-1.32 m; Final score: 54; r = 0.11
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PicAbi_BRO3_03

+5.4291e6 F BRO3 03; slice: 1.28-1.32 m; Final score: 37; r = 0.16
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PicAbi_BROS_01

F BR0O8 01; slice: 1.28-1.32 m; Final score: 1387; r = 0.25
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PicAbi_BROS_02

+5.42901e6

F BR0O8 02; slice: 1.28-1.32 m; Final score: 499; r = 0.26
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PicAbi_BROS_03

F BRO8 03; slice: 1.28-1.32 m; Final score: 3166; r = 0.24
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PicAbi_BROS_05

F BR0O8 05; slice: 1.28-1.32 m; Final score: 1289; r = 0.26
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PicAbi_BRO8_06

+5.429012e6

F BRO8 06; slice: 1.28-1.32 m; Final score: 1719; r = 0.19
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PicAbi_BRO8_07

F BRO8 07; slice: 1.28-1.32 m; Final score: 2337; r = 0.21
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PicAbi_BROS_08

+5.429009e6

F BR0O8 08; slice: 1.28-1.32 m; Final score: 618; r = 0.19
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PinSyl_BRO2_01

K _BR0O2 01; slice: 1.28-1.32 m; Final score: 628; r = 0.26
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PinSyl_BRO2_02

K _BR0O2 02; slice: 1.28-1.32 m; Final score: 657; r = 0.24
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PinSyl_BRO2_03

K _BRO2 03; slice: 1.28-1.32 m; Final score: 595; r = 0.24

+5.428871e6
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PinSyl_BR02_04

+5.42887¢eb

K _BRO2 04; slice: 1.28-1.32 m; Final score: 691; r = 0.22
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PinSyl_BRO2_05

K _BRO2 05; slice: 1.28-1.32 m; Final score: 573; r = 0.21

+5.428881e6
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PinSyl_BR02_06

+5.42885e6

K _BR0O2 06; slice: 1.28-1.32 m; Final score: 1246; r = 0.21
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PinSyl_BR02_07

K _BR0O2 07; slice: 1.28-1.32 m; Final score: 1296; r = 0.26

+5.42884¢e6
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PinSyl_BR0O2_08

K _BRO2 08; slice: 1.28-1.32 m; Final score: 1472; r = 0.25

+5.42884¢e6
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PinSyl_BRO2_09

+5.428881e6

K _BR0O2 09; slice: 1.28-1.32 m; Final score: 639; r = 0.19

0.8

0.7 4

0.6

0.5 A

0.5

121 /268

0.8 0.9
+4.78153e5




PinSyl_BR02_10

K BR0O2 10; slice: 1.28-1.32 m; Final score: 599; r = 0.20

+5.428889e6
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PinSyl_BRO5_01

K _BRO5 01; slice: 1.28-1.32 m; Final score: 544; r = 0.18

+5.426974e6
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PinSyl_BRO5_02

K _BRO5 02; slice: 1.28-1.32 m; Final score: 515; r = 0.18

+5.42696e6
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+5.426973e6

PinSyl_BRO5_03

K _BRO5 03; slice: 1.28-1.32 m; Final score: 604; r = 0.16
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+5.42696e6

PinSyl_BRO5_04

K_BRO5 04; slice: 1.28-1.32 m; Final score: 419; r = 0.18
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PinSyl_BRO5_05

K_BRO5 05; slice: 1.28-1.32 m; Final score: 313; r = 0.14

+5.426977e6
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PinSyl_BRO6_01

+5.427237e6 K _BRO6 01; slice: 1.28-1.32 m; Final score: 452; r = 0.24
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PinSyl_BRO6_03

+5.42723e6 K _BRO6 03; slice: 1.28-1.32 m; Final score: 401; r = 0.18
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PinSyl_BR0O6_04

K _BRO6 04; slice: 1.28-1.32 m; Final score: 274; r = 0.19

+5.42724e6
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PinSyl_BRO6_07

+5.427222eb

K _BRO6 07; slice: 1.28-1.32 m; Final score: 434; r = 0.19
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PinSyl_BRO6_08

K BRO6 _08; slice: 1.28-1.32 m;

+5.42722e6

Final score: 449: r = 0.20
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PinSyl_KA09_T050

K _KAQ9 04; slice: 1.28-1.32 m; Final score: 1756; r = 0.20

+5.43219e6
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PinSyl_KA10 01

K _KA10 01; slice: 1.28-1.32 m; Final score: 324; r = 0.26

+5.43083e6
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PinSyl_KA10 02

+5.43085e6

K _KA10 02; slice: 1.28-1.32 m; Final score: 376; r = 0.25
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PinSyl_KA10 03

K _KA10 03; slice: 1.28-1.32 m; Final score: 676; r = 0.26

+5.430861e6
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PinSyl_KA10 04

+5.430857e6 K _KA10 04; slice: 1.28-1.32 m; Final score: 533; r = 0.26
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PinSyl_KA10 05

+5.430848e6

K_KA10 05; slice: 1.28-1.32 m; Final score: 234; r = 0.19
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PinSyl KA11 P17Tree72

+5.431517e6 K KA1l 02; slice: 1.28-1.32 m; Final score: 1552; r = 0.17
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PinSyl KA11 P17Tree73

+5.43151e6 K KA1l 03; slice: 1.28-1.32 m; Final score: 3286; r = 0.18
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PseMen_BR0O3 01

+5.42911e6

D BRO3 01; slice: 1.28-1.32 m; Final score: 1977; r = 0.20
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PseMen_BR0O3 02

D BRO3 02; slice: 1.28-1.32 m; Final score: 3065; r = 0.23

+5.429116e6
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PseMen_BR0O3 03

D BRO3 03; slice: 1.28-1.32 m; Final score: 1168; r = 0.16

+5.42911e6
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PseMen_BR0O3 04

D BRO3 04; slice: 1.28-1.32 m; Final score: 1589; r = 0.24

+5.42911e6
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PseMen_BR0O3_05

D BRO3 05; slice: 1.28-1.32 m; Final score: 2396; r = 0.22

+5.429127e6
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PseMen_BRO3 _06

D BRO3 06; slice: 1.28-1.32 m; Final score: 2009; r = 0.18

+5.4291eb
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PseMen_BR0O3 07

D BRO3 07; slice: 1.28-1.32 m; Final score: 725; r = 0.21

+5.42911e6
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+5.42912e6

PseMen_ BR0O3 12

D BRO3 12; slice: 1.28-1.32 m; Final score: 2025; r = 0.17
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PseMen_BR0O3 13

+5.42911e6

D BRO3 13; slice: 1.28-1.32 m; Final score: 2386; r = 0.15
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PseMen_BR0O3 14

D BRO3 14; slice: 1.28-1.32 m; Final score: 677; r = 0.18

+5.42913e6
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PseMen_BRO3 15

D BRO3 15; slice: 1.28-1.32 m; Final score: 1391; r = 0.24

+5.42913e6
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PseMen_BRO3 16

D BRO3 16; slice: 1.28-1.32 m; Final score: 70; r = 0.12

+5.429093e6
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PseMen_ BR0O3 P3T1

+5.429116e6

D BRO3 11; slice: 1.28-1.32 m; Final score: 1351; r = 0.20
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PseMen_ BR0O3 P8T1

+5.429122e6

D BRO3 08; slice: 1.28-1.32 m; Final score: 3493; r = 0.19
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PseMen_ BRO3 PS9Tree3

+5.47917e6 D BRO3 10; slice: 1.28-1.32 m; Final score: 2226; r = 0.19

0.0

_D.l -

_D.2 -

_D.3 -

T
4.7 4.8 4.9 5.0 5071
+4.7812e5

155/268



PseMen_BR0O4 01

+5.47919e6 D BRO1 01; slice: 1.28-1.32 m; Final score: 1711; r = 0.47
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PseMen_BR0O4 02

D BRO1 02; slice: 1.28-1.32 m; Final score: 1539; r = 0.43

+5.42921e6
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PseMen_BR0O4 04

+5.4292e6

D BRO1 04; slice: 1.28-1.32 m; Final score: 1199; r = 0.31
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PseMen_BR0O4 05

D BRO1 05; slice: 1.28-1.32 m; Final score: 1864; r = 0.34

+5.4292e6
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PseMen_BR0O4 06

+5.42919e6

D BRO1 06; slice: 1.28-1.32 m; Final score: 1680; r = 0.27
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PseMen_BR0O4 07

D BRO1 07; slice: 1.28-1.32 m; Final score: 1271; r = 0.29

+5.429199e6
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PseMen_BR0O4 09

D BRO1 09; slice: 1.28-1.32 m; Final score: 3133; r = 0.33

+5.42919e6

1.1

1.0 +

0.9 +

0.8

0.7

0.6

0.5

0.4

4.5

4.6

162 /268

5.0

&

T
5.2
+4.7693e5




PseMen_BRO5 01

+5.42693e6

D BRO5 01; slice: 1.28-1.32 m; Final score: 1685; r = 0.27
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PseMen_BRO5_02

+5.426929e6 D BRO5 02; slice: 1.28-1.32 m; Final score: 962; r = 0.18
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PseMen_BRO5 03

+5.426938e6 D BRO5 03; slice: 1.28-1.32 m; Final score: 962; r = 0.18
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PseMen_BRO5_04

+5.42692e6

D BRO5 04; slice: 1.28-1.32 m; Final score: 1969; r = 0.24
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PseMen_BRO5_06

D BRO5 06; slice: 1.28-1.32 m; Final score: 1294; r = 0.20

+5.42693e6
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PseMen_BRO5 07

D BRO5 07; slice: 1.28-1.32 m; Final score: 1214; r = 0.20

+5.426938e6
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PseMen_BRO5_08

D BRO5 08; slice: 1.28-1.32 m; Final score: 2147; r = 0.21

+5.426929e6
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PseMen_BRO5_09

D BRO5 09; slice: 1.28-1.32 m; Final score: 1311; r = 0.18

+5.42692e6

9.20 A

D155

9.10 -

9.05 -

9.00 A

8.95 +

8.90 ~

8.85

8.80

170 /268

T T
0.90 0.95
+4.78776e5



PseMen_BRO5 10

+5.426922e6 D BRO5 10; slice: 1.28-1.32 m; Final score: 1104; r = 0.17
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PseMen_BRO5 11

+5.47694e6 D BRO5 11; slice: 1.28-1.32 m; Final score: 1616; r = 0.15
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PseMen_ BRO5 12

+5.426942e6

D BRO5 12; slice: 1.28-1.32 m; Final score: 781; r = 0.15
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PseMen_BRO5 13

D BRO5 13; slice: 1.28-1.32 m; Final score: 379; r = 0.17

+5.426944e6

0.75 1

0.70

0.65

0.60 -

0.55 -

0.50 -

0.45 -

0.40

T
0.00

T
0.05

T
0.10

T
0.15

174 /268

T
0.20

T
0.25

T
0.30

T
0.35
+4.78783e5




PseMen_BRO7 01

D BRO7 01; slice: 1.28-1.32 m; Final score: 1297; r = 0.38
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PseMen_BRO7_05

+5.427175e6

D BRO7 05; slice: 1.28-1.32 m; Final score: 1372; r = 0.36
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PseMen_BRO7_07

D BRO7 07; slice: 1.28-1.32 m; Final score: 1099; r = 0.27

+5.42717e6
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+5.42964¢e6

PseMen_SP02 01

D SP02 01; slice: 1.28-1.32 m; Final score: 2508; r = 0.29
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QuePet_BRO1 01

+5.472914e6 E BRO1 01; slice: 1.28-1.32 m; Final score: 324; r = 0.10
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QuePet_BRO1 02

+5.429143e6
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QuePet_BRO1 03

+5.42913e6

E BRO1 03; slice: 1.28-1.32 m; Final score: 319; r = 0.09

4.05 -

4.00 -
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T
0.50

T T T
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QuePet BRO1 05

+5.47913e6 E BRO1 05; slice: 1.28-1.32 m; Final score: 204; r = 0.09
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QuePet BRO1 06

E BRO1 06; slice: 1.28-1.32 m; Final score: 284; r = 0.09

+5.429141e6

0.80

0.75 1

0.70

0.65

0.60

T
0.55

T
0.60

T
0.65

183 /268

T
0.70

T
0.75
+4.76759e5




QuePet BRO1 07

+5.472914e6 E BRO1 07; slice: 1.28-1.32 m; Final score: 242; r = 0.09
LB B
®
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@
T T T T T
0.00 0.05 0.10 0.15 0.20
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QuePet_BRO1 09

+5.429153e6 E BRO1 09; slice: 1.28-1.32 m; Final score: 173; r = 0.09
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QuePet BRO1 10

+5.429144e6

E BRO1 10; slice: 1.28-1.32 m; Final score: 150; r = 0.08
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QuePet_BR0O2 03

+5.42883%e6 E BR0O2 03; slice: 1.28-1.32 m; Final score: 668; r = 0.18
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0.50 -
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T T T T T T T T T
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+4.78172e5
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QuePet BR0O2_04

E BR0O2 04; slice: 1.28-1.32 m; Final score: 617; r = 0.22

+5.428834e6
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QuePet_BR0O2 05

+5.428886e6 E BR0O2 05; slice: 1.28-1.32 m; Final score: 977; r = 0.24
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QuePet BR0O2_06

E BR0O2 06; slice: 1.28-1.32 m; Final score: 1174; r = 0.19

+5.42889%e6
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QuePet BR02_07

E BR0O2 07; slice: 1.28-1.32 m; Final score: 872; r = 0.16

+5.428886e6
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QuePet BR02_ 08

+5.47889e6 E BR0O2 08; slice: 1.28-1.32 m; Final score: 714; r = 0.14
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0.6 1 i
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®e

¥
0.5
0.4
0.3
0.2 -

e

5.8

192 /268

6.0

6.1

+4.7818e5




QuePet_BR0O2 09

+5.47888e6 E BR0O2 09; slice: 1.28-1.32 m; Final score: 997; r = 0.16
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QuePet BR0O2_ 10

+5.47888e6 E BR0O2 10; slice: 1.28-1.32 m; Final score: 725; r = 0.24
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QuePet_BRO6_05

+5.427273eb

E BRO6 _05; slice: 1.28-1.32 m; Final score: 544; r = 0.41
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QuePet BR0O6_06

E BRO6 06; slice: 1.28-1.32 m; Final score: 424; r = 0.27

+5.42727e6
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QuePet BR0O6_07

E BRO6 07; slice: 1.28-1.32 m; Final score: 616; r = 0.28

+5.42727e6
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QuePet BR0O6_08

E BRO6 08; slice: 1.28-1.32 m; Final score: 614; r = 0.25

+5.42726e6
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QuePet_BR0O6_09

E BRO6 09; slice: 1.28-1.32 m; Final score: 776; r = 0.18

+5.427226e6
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QuePet BR0O6_10

E BRO6 10; slice: 1.28-1.32 m; Final score: 480; r = 0.21

+5.42721e6
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QuePet_BR0O6_12

+5.42723e6

E BRO6 12; slice: 1.28-1.32 m; Final score: 69; r = 0.06

5.8 -

5.6

5.4 1

D2

5.0

4.8

...

5.4

5.6

5.8

201 /268

6.0

6.2

6.4

+4.7927e5




QuePet _KA11 01

E KA1l 01; slice: 1.28-1.32 m; Final score: 1384; r = 0.08

+5.43152e6
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QueRob_BRO3 P16T7

+5.42916e6

E BRO3 04; slice: 1.28-1.32 m; Final score: 220; r = 0.37
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QueRub_KA09 T051

+5.43222e6

R_KAQ09 01; slice: 1.28-1.32 m; Final score: 552; r = 0.10
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QueRub_KA09 T052

R_KAQ09 02; slice: 1.28-1.32 m; Final score: 777; r= 0.07

+5.432226e6
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QueRub_KA09 T053

R_KAQ9 05; slice: 1.28-1.32 m; Final score: 1444; r = 0.05

+5.432235e6
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QueRub_KA09 T054

+5.432227e6 R_KAQ9 03; slice: 1.28-1.32 m; Final score: 922; r = 0.08
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QueRub_KA09 T055

R_KAQ09 07; slice: 1.28-1.32 m; Final score: 1674; r = 0.07

+5.432204eb
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QueRub_KA09 T056

R_KAQ9 04; slice: 1.28-1.32 m; Final score: 539; r = 0.06
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QueRub_KA09 T057

R_KAQ9 06; slice: 1.28-1.32 m; Final score: 416; r = 0.03

+5.432223eb
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QueRub_KA10 01

R _KA10 01; slice: 1.28-1.32 m; Final score: 440; r = 0.23

+5.430835e6

0.9

0.8

0.7 A

0.6

0.5

0.6

211/268

1.0

+4.5732e5




QueRub_KA10 02

R_KA10 02; slice: 1.28-1.32 m; Final score: 359; r = 0.22

+5.43083e6

0.8

0.7 4

0.6

0.5 4

0.4

0.3 A

212 /268

&
+4.5731e5




QueRub_KA10 03

R_KA10 03; slice: 1.28-1.32 m; Final score: 261; r = 0.20

+5.430834e6
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QueRub_KA11 01

+5.431485e6

R KA1l 01; slice: 1.28-1.32 m; Final score: 1963; r = 0.11
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QueRub_KA11 02

+5.43148e6 R KA1l 02; slice: 1.28-1.32 m; Final score: 1913; r = 0.07
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QueRub_KA11 06

R KA1l 06; slice: 1.28-1.32 m; Final score: 3088; r = 0.07

+5.431489e6
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QueRub_KA11 07

+5.4314847e6 R KA1l 07; slice: 1.28-1.32 m; Final score: 1019; r = 0.02
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QueRub_KA11 08

+5.43151e6 R KA1l 08; slice: 1.28-1.32 m; Final score: 4183; r = 0.17
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QueRub_KA11 09

+5.431513e6 R KA1l 09; slice: 1.28-1.32 m; Final score: 5172; r = 0.17
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QueRub_KA11 10

R KA1l 10; slice: 1.28-1.32 m; Final score: 3047; r = 0.10

+5.431525e6
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QueRub_KA11 P14Treel?7

+5.431489e6 R KA1l 04; slice: 1.28-1.32 m; Final score: 9087; r = 0.15
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+5.431485e6

QueRub_KA11 P14Treel8

R KA1l 05; slice: 1.28-1.32 m; Final score: 6826; r = 0.10
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QueRub_KA11 P14Treel9

R KA1l 03; slice: 1.28-1.32 m; Final score: 5532; r = 0.13

+5.431485e6

0.90

0.85 -

0.80

0.75 1

0.70

0.65 -

0.60

0.55 -

T
0.05

T
0.10

223 /268

T
0.35
+4.58175e5




TsuHet_BRO3_01

+5.42909e6 S BR0O3 01; slice: 1.28-1.32 m; Final score: 102; r = 0.21

T T T T T T T
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AcePse BRO3 03

AT H BRO3_03; slice: 1.28-1.32 m; a = 0.36, b = 0.31
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AcePse BRO8 01

H BR0O8 01; slice: 1.28-1.32 m; a = 0.71, b = 0.59

+5.42901e6
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AcePse BRO8 02

H BRO8 02; slice: 1.28-1.32 m; a = 0.52, b = 0.46

+5.42902e6
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CarBet_BRO3_01

+5.42909e6

C BRO3 01; slice: 1.23-1.27 m; a = 0.52, b = 0.37
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FagSyl BRO1 04

+5.429102e6

B BRO1 04; slice: 1.28-1.32 m; a = 0.47, b = 0.43
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FagSyl_BRO1 05

+5.429104e6

B BRO1 05; slice: 1.28-1.32 m; a = 0.55, b = 0.46

0.5

0.4

0.3

0.2

0.1 4

0.0 +

230 /268

+4.76807e5




FagSyl_BRO2 01

S HRDNER B_BR02 01; slice: 1.28-1.32 m; a = 0.31, b = 0.27
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FagSyl BRO5_P8T4

+5.42703e6

B _BRO5 01; slice: 1.28-1.32 m; a = 0.63, b = 0.59
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PicAbi_BR02_13

F BR0O2 13; slice: 1.28-1.32 m; a = 0.58, b = 0.52
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PicAbi_BR02_16

+5.42884¢e6

F BR0O2 16; slice: 1.28-1.32 m; a = 0.45, b = 0.39
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PicAbi_BROS_04

— F BRO8 04; slice: 1.28-1.32 m; a = 0.40, b = 0.32
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PicAbi_KA09 T035

F KAQ9 01; slice: 1.28-1.32 m; a = 0.51, b = 0.45
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= 2
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PinSyl_BRO6_02

K BRO6 02; slice: 1.28-1.32 m; a = 0.42, b = 0.35
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PinSyl_BRO6_05

K BRO6 05; slice: 1.28-1.32 m; a = 0.48, b = 0.40
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PinSyl_BR0O6_06

+5.42722e6

K BRO6 06; slice: 1.28-1.32 m; a = 0.44, b = 0.38
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PinSyl_BRO6_09

K BRO6 09; slice: 2.98-3.02 m; a = 0.42, b = 0.34
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PinSyl_KAO9 T038

+5.432196e6

K KAO9 02; slice: 1.28-1.32 m; a = 0.48, b = 0.41
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PinSyl_KA09_T047

K _KAO9 01; slice: 1.28-1.32 m; a = 0.61, b = 0.51

+5.432193e6
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PinSyl_KA09 T048

+5.4322e6

K KAO9 03; slice: 1.28-1.32 m; a = 0.49, b = 0.44
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PinSyl KA11 P17Tree65

+5.43152e6

K KA1l 01; slice: 1.28-1.32 m; a = 0.43, b = 0.36
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PseMen_BR0O3 09

D BR0O3_09; slice: 1.28-1.32 m; a = 0.44, b = 0.42

+5.429122e6
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PseMen_BR0O4 03

D BRO1 03; slice: 1.28-1.32 m; a = 0.86, b = 0.80
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PseMen_BR0O4 08

D BRO1 08; slice: 1.28-1.32 m; a = 0.53, b = 0.49

+5.4292e6

5.4

B

5.2

o 5 P

5.0

4.9

7.9

8.0

8.1

8.2

247 /268

8.3

8.4

T
8.5
+4.7693e5



PseMen_BRO5_05

AR D _BRO5 05; slice: 1.28-1.32 m; a = 0.49, b = 0.43
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PseMen_BRO7_02
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PseMen_BRO7_03

D BRO7_03; slice: 1.28-1.32 m; a = 0.70, b = 0.58

+5.42716e6

7.0 4

6.9 1

6.8 -

6.7 1

6.6

6.5

6.4

6.3 -

0.5

0.6

0.7

0.8

250 /268

0.9

1.0

1.1

T
1.2
+4.7864e5




PseMen_BRO7_04

D BRO7_04; slice: 1.28-1.32 m; a = 0.66, b = 0.53
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PseMen_BRO7_06

D BRO7_06; slice: 1.28-1.32 m; a = 0.65, b = 0.57

+5.427162e6
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PseMen_SP02 02

D SP02 02; slice: 1.28-1.32 m; a = 0.59, b = 0.55
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QuePet BRO1 04

E BRO1 04; slice: 1.28-1.32 m; a = 0.24, b = 0.18
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QuePet BRO1 08

+5.429148e6

E BRO1 08; slice: 1.28-1.32 m; a = 0.21, b = 0.17

0.25

0.20

0.15 -

0.10 -

0.05

T
0.55

255 /268

T
0.70

+4.76777e5




QuePet_BR02 01

E BR0O2 01; slice: 1.28-1.32 m; a = 0.45, b = 0.37
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QuePet_BR0O2 02

E BR02 02; slice: 1.28-1.32 m; a = 0.46, b = 0.38
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QuePet_BRO6_01

T — E_BRO6 01; slice: 1.28-1.32 m; a = 0.35, b = 0.29
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QuePet_BR0O6_02

E BRO6 02; slice: 1.28-1.32 m; a = 0.92, b = 0.80
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QuePet_BR0O6_03

E BRO6 03; slice: 1.28-1.32 m; a = 0.76, b = 0.60
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QuePet BR0O6_04

E BRO6 04; slice: 1.28-1.32 m; a = 0.94, b = 0.80
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QuePet_BRO6_11

T —— E_BRO6 11; slice: 0.97-1.02 m; a = 0.28, b = 0.22
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QueRob_BR03_01

E BRO3 01; slice: 1.28-1.32 m; a = 0.74, b = 0.68
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QueRob_BR03_02

T E_BRO3 02; slice: 1.28-1.32 m; a = 1.01, b = 0.93
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QueRob_BR03_03
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QueRub_KA10 04

R _KA1O0 04; slice: 1.28-1.32 m; a = 1.02, b = 0.93
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QueRub_KA10 05
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R_KA1O 05; slice: 1.28-1.32 m; a = 0.61, b = 0.53
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QueRub_KA10 06

R_KA1O 06; slice: 1.28-1.32 m; a = 0.87, b = 0.78
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